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Association of the Estrogen Receptor-a Gene Polymorphism with the
Risk of Endometriosis in Korean Women
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Department of Obstetrics and Gynecology, Biochemisty,* College of Medicine,
Ewha Medical Research Center, Ewha Womans University

Objective : To investigate whether polymorphism of gene encoding estrogen receptor- @ is asso-
ciated with the risk of endometriosis in Korean women.

Material and Methods : We investigated 136 patients with histopathologically confirmed endo-
metriosis rAFS stage III/IV and 251 control group women who were surgically proven to have
no endometriosis. Polymerase chain reaction (PCR) and restriction fragment length polymorphism
(RFLP) of PCR products were done to determine each participant’s estrogen receptor- @ genotype.

Results : The distribution according to Pvull genetic polymorphism of estrogen receptor- @ were
as follows. PP, Pp and pp were 14.7% (20 women) , 39.0% (53 women) and 46.3% (63 women)
in the study group and 13.9% (35 women), 38.6% (97 women) and 47.4%(119 women) in the con-
trol group, respectively. There was no significant difference between the study group and the control
group.

Conclusion : The results suggest that estrogen receptor- ¢ genetic polymorphism may not be
associated with the development of endometriosis in Korean women.
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AT tPEAHE9] genomic DNA® QIA amp blood kit
(QIAGEN Inc., USA) & AMg3lo] 22319191 o] DNA
= 260nm$} 280nmeoA FFE vlfo] 1.7~19% &
391} ER— 0 F82R& primer 5 —CTG CCA CCC

dulator) & 2g-8}o] ERS| 2h8-o] Y& Fo0] Al
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TAT CTGTATCTT TICCTATTCTCC=3"(Fysf
5 =TCT TTC TCT GCC ACC CTG GCG TCG ATT
ATC TGA-3' (R)-& AMg-sto ARSI 0.1 pg ge-
nomic DNAE 10pmol/ml primers, 5mmol/ml ANTP,
0.5 Units Taq polymerase (Takara rTaq), 200mmol/
m! Tris—HCl{(pH 8.3), 500mmol/m! KC12} 30mmol/
ml MgClyB Z83h= 20 #12] PCR &l 1 7}at0]
95CllA 532 WA F, 95TColA 3027} denatu-
ration, 60°CollA 30&%} annealing, 72°CollA 9027}

~1300bp
850bp

~ 450bp

Fig. 1. Electrophoresis of the digested PCR products individuals homozygous for the ER Pvull polymorphism (lanes 10—
14, pp). heterozygous for the polymorphism (lanes 39, Pp) and without the polymorphism (lanes 1,2, PP).

M=100bp DNA marker.
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extensionske HgE 303) W& 3 72°CoA 7R3
elongationdt$ith. PCRE Z%% DNAS Pvull A&
A (Takara) & AME-310Y AlgPdddo|thEgAd S EIsIA
o AdtEse 12U/ p1E AMESIAT incubation Al ¢
Z 82 200mmol/ml Tris—HCl(pH 8.3), 200mmol/
ml MgClz, DTT 20mmol/ml(pH 7.5) & AM3t] 37T
oA 3AIR incubation 319tk AjgtEAE H2E PCR
ARE-L ethidium bromide”} E8H4 1% agarose geloll
A A7) FEsle] Uvalell E48Idct f2138& 1300
bp2| band$t A % alleleslM Pvull restriction
site”} $liE homozygous 3218 (PP) o} 81 850
bp$} 450bpS} band®t I 73-$- Pvull restriction site
7} <& alleledl 1% homozygous (pp) #+a &Gk
1300bp, 850bp<} 450bp8] band7} BF Y& 7S+
Pyull restriction site?} 3% allele®3t 3= heterozy-
gous(Pp) 351t} (Fig. 1).
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A Z ALg3te] x? test$) logistic regression analysis
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Fego] ek sk

4

gl gl HE A3 31.741(18~4141),

W28 HaABL 33.141(22~424), F F3ke] 1+
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(Table 2).
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Table 1. Comparision of the distribution of genotyping
for ER Pvull

Our study (n=387) Han(n=248) Kim(n=229)

PP 55(14.2%) 35(141%)  33(14.4%)
ole] W& ol Ak ER—a /34 Poull 8 pp 150(38.8%) 136(54.8%)  106(46.3%)
A8) By= A7UukE SxpFox] PPl 209(14.7%),  pp 182(47.0%) 77(31.1%)  90(39.3%)
Pp7o] 53%(39.0%), ppT°] 638 (46.3%) o|giod Pp, pp 332(85.8%) 213(39.8%)  196(44.2%)

Table 2. The distribution of genotyping for ER Pvull
) 95%of confidence
Polymorphismm  Case (n=136) Conirol(n=251) Total(n=387)
Odds ratio interval P
ER
PP 20014.7%) 35(13.9%) 55(14.2%) 1
Pp 53(39.0%) 97(38.6%) 150(38.8%) 1.079 0.576—-2.024 0872
jole) 63(46.3%) 119(47.4%) 182(47.0%) 1.013 0.643~-1.596 1
) 95%of confidence
Polymorphism Case(n=136) Control(n=251) Total(n=387)
Odds ratio interval P
ER
PP 20014.7%) 35(13.9%) 55(14.2%) 1
Pp. pp 116(85.3%) 216(86.1%) 332(85.8%) 0.940 0.519-1.702 0.830
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