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diseases. Dysbiosis plays an important role in the pathophysiology of functional bowel
disease, such as irritable bowel syndrome and functional constipation. Probiotics is mi- The main point of this review was presented
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isms, microbes)©] ZFX[SIAL QITH1,12]. AFES] 7 EHO = v
B25E 0] EZTHO] 2 (enteric microbiota)®] O] FO1A Q=
Hl[5], o= SxIeh A= 2t 8-S F3l 542 (symbiosis)
7t /38% Ao, o2 At 2] AJElA|(gut ecosystem)E
TJSIAA et SHOA 290 ITE] AlA] Z1soll S
OJTH3,4,12]. T2 A2} s AR A4S 23} £ojlA] 2+
Z}0] Sh= YHETE FA WUl 752 FgA o g skl Qict
[4]. QIZPo] 7RI BAR= 25l 54| Zohe 22 2715 &
g JEES HaAA 5004 FYAL} olUAE sgot
(short—chain fatty acid, SCFA), BEF] $H 50 thAlRRE- 2 ™
HA T F= FA| oh= Hle F839 JT-Z T 1,3,7,8,12-
16]. 9] 75 SHoIME o] Pt 5762 FAISHL
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Spgiol= 507k olAe] thE £79] phylum (), 1000
7N olo] TRE species (£)9] AlZol It 0] & F58 ol

57FA] phylum-2 Lactobacillus?t 43t Firmicutes, Bacteroidetes,

L

Bidifobacterium®] <t Actinobacteria, Proteobacteria, Verruco—
microbia?} Q132, O] A % Bacteroides®?} Firmicutes®] & 7t
A| phylum©] 52 °lFo 84 Ul vlR=E2] 80% oVdZ At
AISkL Qlet, 1=iar of2gh v E F] thdol: 5kl 18
7i2] Siilgato] W= iAo ARt 9t & THR| 283 ©]
2= phylum®] 8- 7WAokct o237, Firmicutes: Bacteroides
H|7} 2go] Q= TR[oA Waleo] o] A EAiv
Aol Ql= Zlo g AZIETE, AR Proteobacteriat= Y, BHHO
Bacteriordes, Provotella, Ruminococcus—= 255t 710] A75H &
W oS 20Tt AARITH1,2,7,11,13]. F:2] =20flA] TRt
HolZ0] 2A5HAA A2 TE FolPte 72 HA = F-20I

B, o= ) el Wa2 sk ghat ke YA A

[ENRRE L Y

SHA A1 4= Q)%= functional redundancy < back—up option
< 7L Q= Ao = ofsiEtH20]. A tAd=EC] 7KL Q=
A AR BAE AR B3 TRt fAARE TR Q=
Ao QA Ol g0l Hl= 7 eZ TR HE& B ol B
O35k 9itt, = thokst AR u| A= 24 (microbial richness and
biodiversity)> 1 AFAI7F AR Ul vdE 2442 Clulektt
ESH O Holls 3-4XF AAF 23t 0.1% BITe] 42 vg01X|
TH e T olm] EASkL Qitk= Aol ¥EFTH1,2,21].

i = 2432 AR ZpolE B #ak o2t 7AW
OJAE ZPolE Hol=t, Aol Tepi s ¥stE HRlct &4 2]
SHE o] ndEE0] ek, AFAETouE A
7He] ok ROt B = 25 A0l webke g o)Ay
= A0 ARlE HeIt, Bf 47 Rotoli= AUl nide =
A 2 Bifidobacterum™} Lactobacillus?t $-A|SH]|, %= human
milk oligosaccharides”} ©1=°f 2Js A5He]7] wf-2o|c}, EfAY
S 147K Bidifobacteria?t S-AISI7E, Ol7 18 ALt HAF 4
i o]¥E F212] ol S71RITH1,2,7]. Firmicutes2] Hl&
o] Z7t5tH, 2-3A1 Bt =W AJele] i nldE 248 Y ot
/3t vls=sliAA 20tHolA 60T 7HA = TFH M g ulAy
= A2 WSk ¢z, Alo] Y A alo olsl |7t '
SR o] Aot 24408 mlEot k= QR AH
£ SFARKH2,7,10,11]. IYofA= AR Bifidobacterium Ik
Firmicutes= &1, Bacteroides— Z7}5F= 43S BQItt. tio]
OJE Q912 AU nld=2] 243 thHdE T H AEHL
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4.7-13.171,

7473t ZhA WiolA 2ebEar ARl A nldE AJH
eubiosis ®+= normobiosis2til A}, oS AFE7F vk A4t
EQIA] HEISHA| UA] 2t & o, At AElet sitfei=
A 2_}01 O THFSE Xfo|7F 2AQHH(3,11,12]. ¥FA, Z3+EAl

O|AE A AFEfo)|A] TJAIE-9] thoFAjo] ZhAG}
ZAo 7 HolE AFEIE dysbiosisg o, o= A
O] Q=702 ZAEILH 2 4.11,15,22]. Dysbiosis
A/ YA T ARSI ST

R=Y)

H]_?_]- ZEP,‘Q__ 7]_/\1 74]»7(132} o] =4 1}213{} ____] _'_]

=X WO O
opfel Ful =2l 7152 1T o G, HITH
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Y| = uf 7E ALl At 20% B 991 B
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& LEH AL} T2 ;ﬁ/ﬂ;ﬁ'o] 71 ofRhar A2k
glias AEYA s EEI WAEA APdHEE S
o Agefoll 2 UIRA Ho St At 7 257321 57t
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Aol ¥k 7P A Hot oA Mg A S52] Yl
Aol A ) u]AE-2 microbiota-gut-brain axisCll HILE 2
Aok, ek o] ko] G v, Al A1

A= Z]OM‘ APdT0 BY B A= 99E T B5F- 5
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SA% FRgH 71:e] 9 ol2t 2TH(3,6.14-16,18,22,26-
28,32,33].
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ZAQIR| o ZAztof oaff O] A& Rl F/do =4[] 7
5°] 2ol wet okl ojxpAQl HIRIA] PR |=
Aqk, IR ST FAMA U u]gE2] thefgo] Ta
o] Q)31 Bifidobacterium ™+ Lactobaciilus7t A% AA4S B2
o™, Fermicutes: Bacteroides 8|7} S7Fok= 743k LFERATH
[2,10,11,13,15,17]. Z2H}O|QEIAL} IL2]H}O| 2 EIA (prebiotics)
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Table 1. Definitions of probiotics, prebiotics and synbiotics

Term Definition
Probiotics Live microorganisms which, when administrated in adequate amounts, confer a health benefit on the host
Prebiotics A selectively fermented ingredient that results in specific changes in the composition and/or activity of the gut microbiota
Synbiotics Products that contain both probiotics and prebiotics

QIH(Table 1), Z=2H[O] QEIA L | B oUhS: FAJSA vy
g ol Aol oA B Ate g S| St S &
O] HATE vkZ-Z AP, S B2 S
HiollA e w3t A% RSk 5 A0l 3441 2 kE U
Efi= 7102 A QoK Table 2)[3,7-9,16,22,34]. U 244
Sk FE2 OIS 5 Z2HPO|QEAT} 7] SJslii= o7 &
A2 TESHok it 4 A=A 3t - (strain) & &
Frlojof shH, QIA|of ol =442 LAl Qb &
|51 o A3k gt JAtof| ofsl] Ryl o =St A
T =6l 7152 LRI S Qlofok Shet ESE Q1A 7ol o]
2E 7152 HERHo] SEEofoF st AREZIZE W falt
5 U= fA] 7T H== QhPg&olofol 5l 7|&&o=w
T ool 7hsolior AlEslslo] Z2ufo|eElAg B85t
o QA Ho, olEeh 2UEE ThEohe TRHP|QEAR AR
7P S| ARG ER= HO 2= Lactobacillus @} Bifidobacterium
O] Ql=Hl, T FEOoI E= o] FEolH HE= YT
ol-8-5kal QIth22,25,35]. & ZEHO|QEAT} FUS HAY
9] 852 HOl= A2 oW, &3} H7HA] Zolof A+ 2
o] Uefh= 53Ut 852 7IHE 4= ok o= QIA|olA]
HPHE = 023 ARSI | 2ldR] He-k AT, Altol opd
O|AETL ARZHC) Tl BE Z2H[O| QEIATF GANSS Ot
U Z2HO|QEIA F URT} GANO| &9ltt 7P S5k ot
= ZEHP|REA AE PHl= FAIECI, B s %
gk ROl o] At ¢ 2PE0] Q= AAE= ZRHo|Q
ElAg QIPER|TE oot ol et HFst ol FoiA 9l
A| 55 = YR AlEo2}) 51 Z=Ho|EAR QL= A
& OFUEH22,35-37]. ¥HHof| Zefulo] Qe A= & 24700 9]
232 F= Y S AR e B2 RSk 22
o}, Zejulo| QEIAE Ahfo] folst F 5 SO EH
s S HaRA s A2 SAPIA B eeeka
2 2 g, Aol AstE|A] kot At U EAck=
QoI5E Aol QJal ¥a 7F53t inulin, fructo—oligosaccharides,
oligosaccharides, lactulose 2} 2+ polysaccharides 5°] Tt 1
2|1l Z2HPO|QEAR} XPHIO| QEAE AHsHA Tgkoh FH)
S AlBlo] QEIA (synbiotics) 2 FHH(Table 1)[7,13,361.

IF7t oju] e AHE TaAEE HHd $d the =

Table 2. Potential mechanisms of probiotics action

Ferment indigestible carbohydrates

Alter local pH

Compete for nutrients and adhesion site with pathogens
Produce bacteriocins to inhibit pathogens

Stimulate epithelial mucin production

Enhance intestinal barrier function

Innate/Adaptive immunomodulation

ZHPO|QEAE B85k= A2 debdo g tfe Qg Ao
2 grotz o]l Qlar[4], 97 HZoA] ZrHlo]EA
7t ol &&7] AR 712 1990t eI}, 2] Akt ot
g BE5oa= 2T 7154 FEEo 954 AR 5
OflA] o &&]of ITH(8,19,35]. @A AT 5o X|=0f Q)
o 34 &Aoo Quigls 4 &3l avkE Hols ZEHPO|Q
ElAL gjR8o] AN Bifidobacterium w-&°Lt O1S &
oSk o] FFOIL vE B e TS Fesolot
[5,6,8,11,12,29,31,35,37,38]. LZ2H}O|QEIA0] © 5349 o]
ot 2|7 0] SRR A7)0 FHALZRH fecal microbial transplan—
tation®|Lt synthetic microbiome transplantation®=. A~7H%! v} QJct
[9.17,22]. 7154 HB|ZEAOIA] methanogenS 257 5= ZIoH
Sh= HekE IS 7 ShE E0h TRHO|EA = o]
St methanogen®| $4l& TAAIA & SAE 7RESAIE 4= 9L
o, Lactatett SCFA 2] A4S S7HIA FUl Abe g U501 23t
Aoz o] A= Lot FIR7EE E0l= BIkE QI
WERRE A AIZ= Bifidobacterium lactisS T3 oA vt
Slput o] 27] Aot ol Bars e 12,13,29.39-
A1]. EQF 7154 AT FROIAME Z2Ho| QEIA = B
dshs 71K 9 522 Yo7t 42 a85k= ACE ]l
=L Gtk o] 2R v SIE E01= Rt 9leu g XA
Ao = uf ZRHO|E= U nEEZ BHo s st
51, Aol 257152 AT 71501 Qlrkal BofzieH 41-
44]. OIM" 7154 FEOIA Z2EP|QEIAE UHYRE SA
= DA Beg = A2R OJSHA|TE Zrulo] Q& A
O] A, Fof Yo} &5 Y ARRE ZREO|QEA FoLt
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T57F Aokt Thoet B opujet, A3 A7 ThRE AR
Holal ZIekS Q1o B biomarker”t gh= AEe] EA
TR S ot w2 AHSIA7|7] ot o] Qlof ORIzt
A| ZZHO|QEIAO] §-5-5 THYAY] ofFA| H3,9,17]. ERQL
T 2H[O| QEIAL Alo]of TRIME PR ¥kS 7102 AYZtwX]
L 927 o 7HR] 2A1S AR BS B opufe} oot =
o g Hfoly] ol ofs o] AAst AFE X
7] ofef - A& Falof gkt I HEo FRjof|A] Kol
=2 YR ItE T 2HO|QEIAO] 953 TSkt 45

A 2+83HH15,28,30]. Z2H[O|QEIA0] ARG-S- QRIS Hl o2
QRS HR|AITE, @ 59 (short bowel syndrome) ZHAE, HH
A T} Y FZATE TR} oA ARGO] PHE A k=Tt

=5
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5 7l
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olgfdt BE JHAYOE ot 7154 AR
/J ATkl X750 Qlo] IRHPO|REIAL] FAF &5t Gyk= &
5| QIEkS T B2o] oit. HubQl wHul/g AFEgto]
A4S FSAFIAE Fotrfete dy FAMl 852 LiEt
U= 54 d5=00 tieh o+ Zabso] AEEAL 9t Bifido-
bacterium bifidum MIMBb753} Lactobacillus plantarum 299v
oF -2 A2 BRAYUE 342] esto] =Fo] o] By
UL, Lactobacillus reuteri ATCC 55730 5= 74 o ZA4F
of AEiARl 5 222 H]l8t QT 8,9,11,12,31,35,45]. XA
Aoz ZZHO|QEIAO] ARRO| HAF QAP IRl g
oM & ¥ =g0] Hl= ACE YolEoiR|H, Thg0 2 0]F0]
7l Z2upo] QEA R o8] RoJgt 50| 5E0] 9= A
o] &t 34 sto] =go] Hrf= o] A Autofa] LRt
[8,12,22,27,30,31,35]. Z2H}o| QEIA0] QPYA-S- T13foto] 7t
Qg AAgRe] X 50 Qlo] ZEHpo|QEIA ARR-2 ZH3t TEX|7F
U A== AZIL, TefA @A ZRHPIREIALE s/ A
1910] X|=0f| Qlo] FEEF QO T SdF), Z2Hlo|eEA
5861 thi2 1-3Y Wiofl Tt F=271 eigiolA AEx
o] ERl=L 2-8-5 Tl 1 ayk= ARRR7] wi2of 4
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U D2 EH A 7152 ERT & oz, QI
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L 7h2ol ofat Y= ATElok stf, AF7HRIE 1 7k
Thel 2 el oo} gt BAREO 2 HEEO| gl FE F
M Qo] 48 AL T2Bjo] Q0] FR5A0] Gl 1]
A2l Tk AT A4 EIOloF B 202 AJZITICE, B Lol 1A
= A1) QA W A DR AeRE st 0 g o
Z5)5 T2elo| QEIAS AL B 202 FYsi

2 £

7122] 2 ol ot 7igo] BBed Aol A= el
ot ZrFolet Ut FAlls HEY w2 ESH WA= 9
A P v E=2] F29 AJHIR dysbiosis7F 54 A A8
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